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INTRODUCTION:

ADDITIONAL INFORMATION :

The information contained in this flyer is intended for healthcare professionals.

Test is performed 1st Monday of the month. Report will be 

issued after 20 days. 

Next Generation Sequencing (NGS)

PRINCIPLE:

This test is for the evaluation of known or suspected 

hematologic neoplasms of myeloid origin (e.g., AML, MDS, 

MPN, MDS/MPN, and unexplained cytopenia) at the time of 

initial diagnosis or at disease relapse. 

Its clinical utility includes:

o Assisting in accurate diagnostic classification

o Providing prognostic and therapeutic information to guide 

patient management

o Detecting newly acquired, clinically significant gene 

mutations at relapse

IMPORTANT NOTE:

SCHEDULE:

For more information please call: 021 3486 1620 

or Email: laboratory@aku.edu

SPECIMEN TYPE:

Whole Blood in EDTA tubes

Myeloid NGS panel is intended for the molecular evaluation of myeloid neoplasms, including myeloproliferative neoplasms (MPN), 

myelodysplastic syndromes (MDS), myelodysplastic/myeloproliferative neoplasms (MDS/MPN), acute myeloid leukemias (AML), 

systemic mastocytosis, and myeloid neoplasms associated with eosinophilia and gene rearrangements. This assay, that interrogates 58 

genes of interest, is most relevant to myeloid cancers.

INTENT OF USE:

CHARGES:

PKR 150,000/  *Revisions may apply 

Next-generation sequencing (NGS) is a comprehensive molecular diagnostic approach that allows simultaneous analysis of multiple 

genomic regions in tumor DNA within a single assay. While many hematologic neoplasms share morphologic or phenotypic features, 

they may harbor distinct somatic mutations that enable more precise classification. Moreover, several myeloid neoplasms present 

with a normal karyotype at diagnosis but can still be identified, confirmed, and classified based on their mutational profiles. Patients 

with unexplained cytopenia may exhibit acquired genetic alterations in hematopoietic cells—referred to as clonal cytopenia of 

uncertain significance (CCUS)—which carry a risk of progression to overt myeloid malignancies. The detection and interpretation of 

gene mutations in suspected or confirmed myeloid neoplasms provide essential diagnostic, prognostic, and therapeutic insights that 

guide clinical management.
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